Sequence Listing could not be accepted due to errors. 
See attached Validation Report. 

If you need help call the Patent Electronic Business Center at (866) 
217-9197 (toll free) . 
Reviewer: Durreshwar Anjum 

Timestamp: [year=2008; month=l; day=16; hr=ll; min=43; sec=52; ms=551; ] 



Reviewer Comments: 
Seq Id 1 through 4 

If <213> responses are Artificial or Unknown, please give the source of 
genetic material on line <223>, the given response is insufficient. 

<221> MOD_RES 
<222> (2) 

<223> Variable amino acid 
<220> 

<221> MOD_RES 
<222> (5) . . (7) 
<223> Variable amino acid 

<400> 2 

Gly Xaa Gly Gly Xaa Xaa Xaa Gly 

1 5 

Sequences 1 through 4 contain 'xaa's representing more than one residue. 

Per Sequence Rules, each 'Xaa' can only respresent a single residue. 
Please present the maximum number of each residue having variable 
lenght . 
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Elapsed; 
Total Warnings : 
Total Errors : 
No. of SeqIDs Defined: 
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1e Error Description 

Undefined organism found in <213> in SEQ ID (1) 
Undefined organism found in <213> in SEQ ID (2) 
Invalid sequence data feature in <221> in SEQ ID (2) 
Invalid sequence data feature in <221> in SEQ ID (2) 
Undefined organism found in <213> in SEQ ID (3) 
Invalid sequence data feature in <221> in SEQ ID (3) 
Invalid sequence data feature ir. <221> in SEQ ID (3) 
Invalid sequence data feature in <221> in SEQ ID (3) 
Invalid sequence data feature in <221> in SEQ ID (3) 
Undefined organism found in <213> in SEQ ID (4) 
Invalid sequence data feature in <221> in SEQ ID (4) 



